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Education

Boston University, PhD, Bioinformatics Program
Sept 2003 - Jan 2008

Louisiana State University, B.S. Zoology
Aug 1997 - May 2001 (cum laude GPA 3.75)

University of Wales, Swansea (study abroad)
Sept 1999 - July 2000

Research Experience / Positions Held
Postdoctoral Scholar, WashU. Gordon Lab (Mar 08 - present)

e Developing predictive models of the microbiota’s response to host diet in gnotobiotic
mice. Developing software and experimental technologies for exploring the metatran-
scriptomic landscape of mammalian microbiota under different diets.

Graduate Student, Boston University. Gardner Lab (Sept 03 - Jan 08)

e Developed algorithms, statistical experimental designs, and high-throughput experi-
mental techniques for large-scale determination of bacterial regulatory pathways.

Scientific Programmer, Cold Spring Harbor Laboratory. Sachidanandam Lab
(Feb 02 - Aug 03)

e Contributed to the computational pipeline for constructing a human/mouse genome-
wide RNAIi gene knockdown library and developed the lightweight genome viewer

Research Associate 2, Louisiana State University. Pollock Lab (May 01 - Jan 02)

e Created tools for large-scale phylogenetic analysis of vertebrate mitochondrial
genomes, and developed a quantitative model to characterize the asymmetrical skew
of neutrally evolving base-pairs in vertebrate mitochondrial genomes
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* = authors contributed equally

Patents

B. Hayete, J.J. Faith, J.J. Collins, T.S. Gardner. Method to determine transcriptional
regulation pathways in organisms. (patent-pending)

Talks and Posters

Talk Predicting a mammalian microbiota’s response to changes in host diet. Boston
University Bioinformatics Program 10th Anniversary Symposium, Oct 2009; Boston,
MA.

Talk Defining a prokaryotic life: systems biology approaches to the complete demarca-
tion of a prokaryotic genome sequence and its requlation. New England Society for
Microscopy, May 2007; Woods Hole, MA.

Poster J.J. Faith, R. Sachidanandam, T.S. Gardner. A web-based tool for visualizing
Shewanella gene expression profiles in their chromosomal context. DOE Genomes
to Life Grantees Conference, Feb 2007; Bethesda, MD.

Talk Shotgun mapping of E. coli transcriptional requlation from a compendium of ex-
pression profiles. BMES, October 2006; Chicago, IL.

Poster J.J. Faith, B. Hayete, J.T. Thaden, I. Mogno, J. Wierzbowski, G. Cottarel, S.
Kasif, J.J. Collins, T.S. Gardner. Genome-scale identification of Escherichia coli

requlatory pathways. International Conference on Systems Biology, October 2005;
Boston MA.

Talk Inferring regulatory networks from expression data. TIGEM (Telethon Institute
of Genetics and Medicine), Settembre 2005; Napoli, Italia.



Honors, Awards, and Service

LSU Wind Ensemble Scholarship ($1250), 2000-01

Study Abroad Scholarship ($3000), 1999-2000

Louisiana Music Award ($650), 1999

LSU Tuition Exemption Scholarship ($27,000), 1997-2001

Ad hoc reviewer for: Bioinformatics, Source Code for Biology and Medicine, RE-
COMB, Molecular Biology and Evolution, Journal of Molecular Evolution, Nucleic
Acids Research, The ISME Journal

Computer / Programming Skills

Favorite / Fluent Languages
C, Perl, javascript

Moderately Fluent Languages (occasionally need a reference)
php, Matlab

Other Languages (definitely need a reference)
C++, Java, R

Miscellaneous computer tools I’ve used extensively
Qt, SQL, CGI, HTML, CSS, ajax, Apache, Automake, Autoconf, Libtool, lex, yacc, vim, GD,
gnuplot, GSL, latex, prototype.js, jquery.js

Websites, databases, and software I developed and continue to maintain

m3d.bu.edu (M3P: Many Microbe Microarrays Database)

http://lwgv.sourceforge.net/ (a biological sequence viewer written in C using lex, yacc, cgic, and
GD; no database required)

www.ilariamogno.com/photo/ (Personal photo album)

www.jeremiahfaith.com (Personal homepage)
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